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The problem: The heterogeneity of T cell responses

Our approach: Immune response at the single-cell resolution
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T cells are critical to fight pathogens 
and contribute to immune memory after vaccine

T cells recognize malignant cells 
and can be used or engineered to treat tumors 
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The goal: Improve T cell functions against tumors and pathogens 

Responses to tumors and pathogens induce a 
variety of T cell subsets with different capacity to : 

• kill malignant cells
• eliminate infected cells
• form long-term memory
 
• promote tumor growth
• help pathogen growth
• cause immunopathologies
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Increase anti-tumor potential Enhance and extend T cell memory 
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T cell population heterogeneity changes :
• over time
• across anatomical sites
• with environmental cues 
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POTENTIAL IMPACT
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Identify drugable targets to improve T cell response against cancer

Characterize T cell populations with enhanced anti-tumor properties

Understand the dynamic changes during anti-pathogen responses

Improve vaccine protection against deadly infections 
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